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4 <110> APPLICANT: BOUGUELERET; Lydie 

5 CUSIN; Isabella 

7 <120> TITLE OF INVENTION: SECRETED POLYPEPTIDE SPECIES ASSOCIATED 

8 WITH CARDIOVASCULAR DISORDERS ^^>^^-l.t.i. ASSOCIATED 
11 <130> FILE REFERENCE: DV/4-33628A/GEP US-P 

13 <140> CURRENT APPLICATION NUMBER: 10/561 292 

14 <141> CURRENT FILING DATE: 2005-12-20 

16 <150> PRIOR APPLICATION NUMBER: 60/484,153 

17 <151> PRIOR FILING DATE: 2003-06-30 

19 <150> PRIOR APPLICATION NUMBER: PCT/EP2004/007047 

20 <151> PRIOR FILING DATE: 2004-06-29 
22 <160> NUMBER OF SEQ ID NOS : 8 

24 <170> SOFTWARE: FastSEQ for Windows Version 4 0 
26 <210> SEQ ID NO: 1 
2 7 <211> LENGTH: 456 

28 <212> TYPE: PRT 

29 <213> ORGANISM: Homo sapiens 

31 <220> FEATURE: 

32 <221> NAME/KEY: PROPEP 

33 <222> LOCATION: (1) . . . (456) 

34 <223> OTHER INFORMATION: Precursor protein of CP22 

36 <400> SEQUENCE: 1 

37 Met lie Leu Ser Leu Leu Phe Ser Leu Gly Gly Pro Leu Gly Trp Gly 

10 15 ■ 

39 Leu Leu Gly Ala Trp Ala Gin Ala Ser Ser Thr Ser Leu Ser Asp Leu 

41 Gin ser Ser Arg Thr Pro Gly Val Trp Lys Ala Glu Ala Glu Asp Thr 

35 40 45 

43 Gly Lys Asp Pro Val Gly Arg Asn Trp Cys Pro Tyr Pro Met Ser Lys 

45 Leu Val Thr Leu Leu Ala Leu Cys Lys Thr Glu Lys Phe Leu He His 

° °^ 70 75 

47 Ser Gin Gin Pro Cys Pro Gin Gly Ala Pro Asp Cys Gin Lys Val Lys 

^5 90 95 

49 val Met Tyr Arg Met Ala His Lys Pro Val Tyr Gin Val Lys Gin Lys 

100 105 110 

51 val Leu Thr Ser Leu Ala Trp Arg Cys Cys Pro Gly Tyr Thr Gly Pro 

115 120 125 

53 Asn Cys Glu His His Asp Ser Met Ala He Pro Glu Pro Ala Asp Pro 

130 135 t' 

55 Gly Asp Ser His Gin Glu Pro Gin Asp Gly Pro Val Ser Phe Lys Pro 
57 Gly His Leu Ala Ala VaJ He Asn Glu Val g" Val Gin Gin Glu G^n 
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58 165 



170 175 



59 Gin Glu His Leu Leu Gly Asp Leu Gin Asn Asp Val His Arg Val Ala 

180 les 
61 ASP Ser Leu Pro Gly Leu Trp Lys Ala Leu Pro Gly Asn Leu Thr Ala 
^2 195 200 205 

63 Ala ser Leu Ser Asn Asp Val Lys Asn Val Gly Arg Cys Cys Glu Ala 

^-L" 215 220 

65 Glu Ala Gly Ala Gly Ala Ala Ser Leu Asn Ala Ser Leu His Gly Leu ' 

230 235 240 

67 His Asn Ala Leu Phe Ala Thr Gin Arg Ser Leu Glu Gin His Gin Arg 

245 250 255 

69 Leu Phe His Ser Leu Phe Gly Asn Phe Gin Gly Leu Met Glu Ala Asn 
260 265 270 

71 Val Ser Leu Asp Leu Gly Lys Leu Gin Thr Met Leu Ser Arg Lys Glv 

72 275 280 285 

II oon ""^P "-^^ -^^^ -^9 Arg Asp Lys Lys 

7* 290 295 300 

75 Glu Ala Glu Pro Leu Val Asp He Arg Val Thr Gly Pro Val Pro Gly 

76 305 310 ^ 



77 Ala Leu Gly Ala Ala Leu Trp Glu Ala Gly Ser Pro Val Ala Phe ^r 



325 



330 335 



79 Ala Ser Phe Ser Glu Gly Thr Ala Ala Leu Gin Thr Val Lys Phe Asn 

an 340 



345 350 



1 Thr Thr Tyr He Asn He Gly Ser Ser Tyr Phe Pro Glu His Gly Tyr 



360 365 



3 Phe Arg Ala Pro Glu Arg Gly Val Tyr Leu Phe Ala Val Ser Val Glu 



375 380 



85 Phe Gly Pro Gly Pro Gly Thr Gly Gin Leu Val Phe Gly Gly His His 
o5 385 390 295 

87 Arg Thr Pro Val Cys Thr Thr Gly Gin Gly Ser Gly Ser Thr Ala Jhr 

®^ 405 410 415 

89 Val Phe Ala Met Ala Glu Leu Gin Lys Gly Glu Arg Val Trp Phe Glu 

420 425 430 

91 Leu Thr Gin Gly Ser He Thr Lys Arg Ser Leu Ser Gly Thr Ala Phe 
^2 435 440 445 

93 Gly Gly Phe Leu Met Phe Lys Thr 

94 450 455 

97 <210> SEQ ID NO: 2 

98 <211> LENGTH: 433 

99 <212> TYPE: PRT 

100 <213> ORGANISM: Homo sapiens 

102 <220> FEATURE: 

103 <221> NAME/KEY: PEPTIDE 

104 <222> LOCATION: (1)...{433) 

105 <223> OTHER INFORMATION: Polypeptide sequence of SEQ ID NO:l after removal 

of the signal peptide 

108 <400> SEQUENCE: 2 

109 Ala Ser Ser Thr Ser Leu Ser Asp Leu Gin Ser Ser Arg Thr Pro Gly 

1 5 in 
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111 Val Trp Lys Ala Glu Ala Glu Asp Thr Ser Lys Asp Pro Val Gly Arg 

20 25 30 

113 Asn Trp Cys Pro Tyr Pro Met Ser Lys Leu Val Thr Leu Leu Ala Leu 
35 40 45 

115 Cys Lys Thr Glu Lys Phe Leu He His Ser Gin Gin Pro Cys Pro Gin 

116 50 55 60 

tJI ^^"^ ''^^ Met Tyr Arg Met Ala His 

75 80 
119 Lys Pro Val Tyr Gin Val Lys Gin Lys Val Leu Thr Ser Leu Ala Trp 

85 90 95 

121 Arg Cys Cys Pro Gly Tyr Thr Gly Pro Asn Cys Glu His His Asp Ser 

100 105 110 

123 Met Ala lie Pro Glu Pro Ala Asp Pro Gly Asp Ser His Gin Glu Pro 
■'•24 115 120 125 

125 Gin Asp Gly Pro Val Ser Phe Lys Pro Gly His Leu Ala Ala Val He 

126 130 135 

^11 ""^^ ""^^ "^^^ Leu Gly Asp 

^ 150 155 ^ 

129 Leu Gin Asn Asp Val His Arg Val Ala Asp Ser Leu Pro Gly Leu Trp 
165 170 175 • 

131 Lys Ala Leu Pro Gly Asn Leu Thr Ala Ala Ser Leu Ser Asn Asp Val 

132 180 185 190 

133 Lys Asn Val Gly Arg Cys Cys Glu Ala Glu Ala Gly Ala Gly Ala Ala 

195 200 205 

III ^^"^ 210 ^^"^ ^^"^ ^^"^ "^^^ 



215 220 



^,11 "^^3 Ser Leu Glu Gin His Gin Arg Leu Phe His Ser Leu Phe Gly 

230 235 240 

139 Asn Phe Gin Gly Leu Met Glu Ala Asn Val Ser Leu Asp Leu Gly Lys 

141 Leu Gin Thr Met Leu Ser Arg Lys Gly Lys Lys Gin Gin Lys Jsp Leu 



265 270 



143 Glu Ala Pro Arg Lys Arg Asp Lys Lys Glu Ala Glu Pro Leu Val Asp 
275 280 285 

111 ?on ""^^ ^^"^ ""^^ ^""^ ""^^ l'^^ Gly Ala Ala Leu Trp 

290 295 300 

^48 fo5 ""^^ ""^^ ^^"^ IlJ "^^^ ""^^ Gly Thr 

149 Ala Ala Leu Gin Thr Val Lys Phe Asn Thr T^r Tyr He Asn He Gly 

325 330 335 

151 Ser Ser Tyr Phe Pro Glu His Gly Tyr Phe Arg Ala Pro Glu Arg Gly 

340 345 35Q 

153 Val Tyr Leu Phe Ala Val Ser Val Glu Phe Gly Pro Gly Pro Gly Thr 

355 360 3g5 

tc! ^^"^ Gly Gly His His Arg Thr Pro Val Cys Thr Thr 

156 370 375 

^11 f.l ^^"^ "^^^ Thr Val Phe Ala Met Ala Glu Leu 

158 385 390 395 

159 Gin Lys Gly Glu Arg Val Trp Phe Glu Leu Thr Gin Gly Ser He ^hr 
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160 405 



410 415 



161 Lys Arg Ser Leu Ser Gly Thr Ala Phe Gly Gly Phe Leu Met Phe 

162 420 



: Lys 

425 430 
163 Thr ^-^^ 

167 <210> SEQ ID NO: 3 

168 <211> LENGTH: 152 

169 <212> TYPE: PRT 

170 <213> ORGANISM: Homo sapiens 

172 <220> FEATURE: 

173 <221> NAME/KEY: PEPTIDE 

174 <222> LOCATION: (1)...(152) 

175 <223> OTHER INFORMATION: Cardiovascular disorder Plasma Polypeptide 22 (CPP 

178 <400> SEQUENCE: 3 

179 Glu Ala Glu Pro Leu Val Asp lie Arg Val Thr Gly Pro Val Pro Gly 

1 5 10 ■ 

181 Ala Leu Gly Ala Ala Leu Trp Glu Ala Gly Ser Pro Val Ala Phe Tyr 
20 25 30 

183 Ala ser Phe Ser Glu Gly Thr Ala Ala Leu Gin Thr Val Lys Phe Asn 

184 35 40 45 

185 Thr Thr Tyr He Asn He Gly Ser Ser Tyr Phe Pro Glu His Gly Tyr 

50 55 go 

187 Phe Arg Ala Pro Glu Arg Gly Val Tyr Leu Phe Ala Val Ser Val Glu 

188 65 70 75 

189 Phe Gly Pro Gly Pro Gly Thr Gly Gin Leu Val Phe Gly Gly His His 

190 85 90 95 

191 Arg Thr Pro Val Cys Thr Thr Gly Gin Gly Ser Gly Ser Thr Ala Thr 



192 100 



105 110 



193 val Phe Ala Met Ala Glu Leu Gin Lys Gly Glu Arg Val Trp Phe Glu 



120 125 



195 Leu Thr Gin Gly Ser He Thr Lys Arg Ser Leu Ser Gly Thr Ala Phe 



135 140 



197 Gly Gly Phe Leu Met Phe Lys Thr 

198 145 150 

201 <210> SEQ ID NO: 4 

202 <211> LENGTH: 24 

203 <212> TYPE: PRT 

204 <213> ORGANISM: Homo sapiens 

206 <2-20> FEATURE: 

207 <221> NAME/KEY: PEPTIDE 

208 <222> LOCATION: (1) . . . (24) 

209 <223> OTHER INFORMATION: Tryptic peptides of CPP 22 found by MS-MS > 

210 spectrometry in plasma samples of individuals with 

211 coronary artery disease 

213 <400> SEQUENCE: 4 

214 Thr Pro Val Cys Thr Thr Gly Gin Gly Ser Gly Ser Thr Ala Thr Val 

^5 10 15 

216 Phe Ala Met Ala Glu Leu Gin Lys 

217 20 
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220 <210> SEQ ID NO: 5 

221 <211> LENGTH: 12 

222 <212> TYPE: PRT 

223 <213> ORGANISM: Homo sapiens 

225 <220> FEATURE: 

226 <221> NAME/KEY: PEPTIDE 

227 <222> LOCATION: (1)...(12) 

228 <223> OTHER INFORMATION: Tryptic peptides of CPP 22 found by MS-MS mass 

22 9 spectrometry in plasma samples of individuals with 

23 0 coronary artery disease 

232 <400> SEQUENCE: 5 

233 Val Trp Phe Glu Leu Thr Gin Gly Ser He Thr Lvs 

234 1 5 10 

237 <210> SEQ ID NO: 6 

238 <211> LENGTH: 14 

239 <212> TYPE: PRT 

240 <213> ORGANISM: Homo sapiens 

242 <220> FEATURE: 

243 <221> NAME/KEY: PEPTIDE 

244 <222> LOCATION: (1) . . . (14) 

245 <223> OTHER INFORMATION: Tryptic peptides of CPP 22 found by MS-MS mass 
^46 spectrometry m plasma samples of individuals with 

247 coronary artery disease 

249 <400> SEQUENCE: 6 

250 Ser Leu Ser Gly Thr Ala Phe Gly Gly Phe Leu Met Phe Lys 

251 1 5 ^0 

254 <210> SEQ ID NO: 7 

255 <211> LENGTH: 1371 

256 <212> TYPE: DNA 

257 <213> ORGANISM: Homo sapiens 

259 <220> FEATURE: 

260 <221> NAME/KEY: variation 

261 <222> LOCATION: (1) . . . (1371) 

262 <223> OTHER INFORMATION: Splice variant of the Endoglyx-1 gene and 
^63 comprises the cDNA coding sequence for SEQ ID NO: 

266 <400> SEQUENCE: 7 

267 atgatcctga gcttgctgtt cagccttggg ggccccctgg gctgggggct gctgggggca 60 

268 tgggcccagg cttccagtac tagcctctct gatctgcaga gctccag^ac Icc?lggltc 120 

269 tggaaggcag aggctgagga caccggcaag gaccccgtag gacgtaactg gtgcccctac 180 

270 ccaatgtcca agctggtcac cttactagct ctttgcaaaa cagagaaatt cctcatccac 240 

271 tcgcagcagc cgtgtccgca gggagctcca gactgccaga aagtcaaagt catgtaccgc 300 
III f-lT''''^':^ agccagtgta ccaggtcaag cagaaggtgc tgacctcttt ggcctggagg 360 

273 tgctgccctg gctacacggg ccccaactgc gagcaccacg attccatggc aatccc?gag 420 

274 cctgcagatc ctggtgacag ccaccaggaa cctcaggatg gaccagtcag cttcaaacct 480 

275 ggccaccttg ctgcagtgat caatgaggtt gaggtgcaac aggaacagca ggaacatctg 540 

276 ctgggagatc tccagaatga tgtgcaccgg gtggcagaca gcctgccagg cctgtggaaa 600 

277 gccctgcctg gtaacctcac agctgcaagc ctgagcaacg acgtcaagaa tgtcg^fcgg 660 

278 tgctgcgagg ccgaggccgg ggccggggcc gcctccctca acgcctccct tcacggcc^c 720 
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